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After the initial outbreak in Ethiopia, the dispersion of SARS-CoV-2 is elevated number of cases. Literally, reported results 

for confirmed cases peaked in August 2020 and declined after that time, as evidenced by the contestd responses that 

have invested in pandemic control in the country. ARIMA models are a most widely used approaches to time series 

forecasting and ...
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MERS-CoV was emerged for the first time in KSA; 2012 followed by a lot of new registered cases in the Middle East, 

European, American and African countries. The goal of this paper is to make a comparison between the partial spike-

glycoprotein reference gene (NC_019843.3; genome region: 23864-24909 with 1046bp) with similar Sudanese camel 

sequences; using the NCBI data ...
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The prerequirement of genetic engineering is to have knowledge about structure and function of transgene and its 

encoded protein. ...
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This study uses an in silico approach in screening nascent allergens in GMO and conventionally-bred rice. The protein 

sequences analyzed were taken from published microarray data from GMO and conventionally-bred rice. To determine 

the proteins’ potential allergenicity, we used allergen databases and algorithms such as Allermatch and Algpred. Our 

analysis revealed the ...
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